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LI 502128 S (FUSION PROTEIN OR CHIMERA OR HYBRID) 

L2 4563 S LI AND (DNA BINDING DOMAIN) 

L3 0 S L2 AND POLYMERASE DOMAIN 

L4 8 76 S POLYMERASE DOMAIN 

L5 0 S L2 AND L4 

L6 457 S L2 AND POLYMERASE 

L7 3 S L6 AND PROCESSIVITY 

L8 2 DUP REM L7 (1 DUPLICATE REMOVED) 

L9 37 S L2 AND ENDONUCLEASE 

L10 24 DUP REM L9 (13 DUPLICATES REMOVED) 

Lll 22 S L2 AND NON-SPECIFIC 

L12 10 DUP REM Lll (12 DUPLICATES REMOVED) 

L13 7 S NON-SPECIFIC DNA BINDING DOMAIN 

L14 3 DUP REM L13 (4 DUPLICATES REMOVED) 

L15 4 S L2 AND PROCESSIVITY 

L16 3 DUP REM L15 (1 DUPLICATE REMOVED) 
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AB This invention provides protein Sso7-polymerase conjugates that 
exhibit improved activity in a polymerase reaction. This 
invention provides methods for engineering DNA polymerase fusion 
proteins with DNA-binding domain for 

improved efficiency, processivity , and thermostability in PCR 
applications. The face residue position selected from the group 
consisting of a tryptophan residue at position 24, a valine residue at 
position 26, and a methionine residue at position 29 of protein Sso7d 

were 

mutated. The three mutant proteins, Sso7d (G) -. DELTA. Taq, 
Sso7d(V)-. DELTA. Taq, and Sso7d (E) -. DELTA. Taq, showed 2,5-4-fold 
improvement over the wild type fusion protein. The 

invention further provides the protein sequence of Sso7d from Sulfolobus 
solf ataricus . 

L8 ANSWER 2 OF 2 EMBASE COPYRIGHT (c) 2009 Elsevier B.V. All rights 

reserved on STN DUPLICATE 1 

AN 1999382411 EMBASE 

TI Cellular transcription factors recruit viral replication proteins to 

activate the Epstein-Barr virus origin of lytic DNA replication, oriLyt. 

AU Baumann, Matthias; Feederle, Regina; Hammer schmidt , Wolfgang 
(correspondence) 

CS GSF - Natl. Res. Ctr. Environ. Hlth., Inst. Clin. Molec. Biol. Turn. 

Genet., Department of Gene Vectors, Marchioninistrasse 25, D-81377 

Munchen, Germany, hammerschmidt@gsf.de 
AU Kremmer, Elisabeth 

CS Institute of Molecular Immunology, Marchioninistrasse 25, D-81377 
Munchen, 



Germany . 

AU Hammer schmidt , Wolfgang (correspondence) 

CS GSF-Natl. Res. Ctr. Environ. Health, Inst. Clin. Mol. Biol. Tumor 
Genet . , 

Department of Gene Vectors, Marchioninistrasse 25, D-81377 Munchen, 
Germany, hammerschmidt@gsf.de 
SO EMBO Journal, (1 Nov 1999) Vol. 18, No. 21, pp. 6095-6105. 
Refs: 59 

ISSN: 0261-4189 CODEN: EMJODG 
CY United Kingdom 
DT Journal; Article 

FS 029 Clinical and Experimental Biochemistry 

004 Microbiology: Bacteriology, Mycology, Parasitology and Virology 

LA English 
SL English 

ED Entered STN: 2 Dec 1999 

Last Updated on STN: 2 Dec 1999 
AB DNA replication of Epstein-Barr virus (EBV) during the productive phase 
of 

the life cycle of this herpesvirus depends on the cis-acting element 
oriLyt. It consists of two essential domains, the upstream and the 
downstream component. Whereas the upstream component contains several 
DNA-binding motifs for the viral activator protein BZLF1, the downstream 
component is known to be the binding site of several cellular proteins. 
We identified cellular transcription factors that bind synergistically 

to 

a functionally relevant subsequence of the downstream component, the TD 
element. Two of these transcription factors, ZBP-89 and Spl, stimulate 
replication as shown by protein fusions with the GAL4 ***dnA*** 



binding domain and a single GAL4 DNA-binding motif 

inserted into the TD element. In protein binding assays, we observed an 
interaction of Spl and ZBP-89 with the viral DNA polymerase and 
its processivity factor. Our data indicate that cellular 
transcriptional activators tether viral replication proteins to the 

lytic 

origin via direct protein-protein interactions to assemble the viral 
replication complex at oriLyt. 
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LI 502128 S (FUSION PROTEIN OR CHIMERA OR HYBRID) 

L2 4563 S LI AND (DNA BINDING DOMAIN) 

L3 0 S L2 AND POLYMERASE DOMAIN 
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